PasaeA Ne5 MuUKpPOGHOAOrHYECKHE HCCAEAOBAHUS

5.1. CaHuTapHO-0aKTEPHOAOTHYECKHE HCCAECAOBAHUS (MHIIEBbIE NPOAYKTHI)

5.1.1 KMA®AHEM 90,68
5.1.2 BI'KIT 80,51
5.1.3 Baktepuu poxa Sallmonella 470,34
5.1.4 CyabUTpeAYyLIMPYIOIHE KAOCTPHUANH 90,68
5.1.5 Staphylococcus aureus 90,68
90,68
5.1.6 JpOoxKH, TAECEHH
90,68
5.1.7 Bacillus cereus ’
90,68
5.1.8 MOAOYHOKHCABIE MUKPOOPTraHHU3MbI
90,68
5.1.9 Pseudomonas aeruginosa
90,68
5.1.10 OHTEPOKOKKHU
90,68
5.1.11 Escherichia coli ’
90,68
5.1.12 Bakrepuu poaa proteus ’
5.1.13 Hepcurun 170,34
5.1.14 Budunnobakrepun, AakrobakTepuu 90,68
5.1.15 Vibrio parahaemolyticus 70,34
5.1.16 HccaenoBaHUS KOHCEPBOB Ha IPOMBIIIACHHYIO CTEPUABHOCTD
5.1.16.1 Ha Me30(pUAbHBIE a3p0obHbIe U (PAKyABTATUBHBIE aHAPOOHBIE MUKPOOPraHU3MbI 110,17
5.1.16.2 Ha Me30(pHABHbIE aHA3POOHBIE MHKPOOPIraHU3MbI 110,17
120,34
5.1.16.3 Ha TepMO(UALHBIE adpobHbIe U (PaKyAbTATHBHO-aHAPOOHBIE MUKPOOPTraHU3MbI
120,34
5.1.16.4 Ha TepMOHABHbIE aHA3POOHbIE MHKPOOPTaHU3MbI
5.1.16.5 Ha MOAOYHOKHCABIE MUKPOOPTaHU3MBI 50,00
5.1.16.6 Ha APOKIKU U IIAECHEBbBIE I'PUOBI 90,68
5.1.16.7 Ha COMaTHYECKHE KAETKH 80,51
5.1.17 HccaeoBaHHe KOHCEPBOB Ha BO30yAUTEACH ITOPYH
5.1.17.1 Ha Staphylococcus aureus 90,68
BbISIBACHHE OOTYAMHHCTHYECKUX TOKCHHOB H Clostridium botulinum
5.1.17.2 0aKTepHOAOTHYECKHM METOI0M 320,34
90,68
5.1.17.3 Ha Bacillus cereus ’
L . 90,68
5.1.17.4 Ha Clostridium perfringens
5.1.18 UccaenoBanusa nopu I[ITU 1 TOKCHKOMHGEKIIHIX
5.1.18.1 10 TIOAHOM cxeme 2570,34
5.1.18.2 10 COKpPAIllECHHOH cxeMe 400,00
5.1.18.3 OoryauHHCcTHYeCKHe TOKCHHEBI B Clostridium botulinum 330,51
5.1.19 Ha uHrubupyomme BelecTsa B MOAOKE 110,17
OmnpeneseHNE OCTATOYHBIX KOAMYECTB aHTHOHMOTHKOB I'PYIIIBI TETPALIMKAUHA B
5.1.20 NPOAYKTAX JKUBOTHOTO IIPOUCXOKIAECHUS 3852,54
OnpeneseHHE OCTATOYHBIX KOAMYECTB aHTHOMOTHKOB IPYIIILI CTPEITOMHUIIMHA B
5.1.20.1 IIPOAYKTAX JKMBOTHOI'O ITPOUCXOXKIECHUS 3659,32
OnpeneaeHne cTaHUAOKOKKOBBIX 9HTEPOTOKCHHOB B IIPOAYKTAX KHUBOTHOT'O
5.1.20.2 TIPOUCXOKIECHHUS 1418,64
OnpeneAeHHe OCTaTO4YHBIX KOAMYECTB aHTHGI/IOTI/IKOB MI/IKpO6I/IOAOI‘I/I‘{eCKI/IM METOOAOM:
5.1.21 TIEHUTTUAANH 1400,00
OnpeneAeHHe OCTaTO4YHBIX KOAMYECTB aHTHGI/IOTI/IKOB MI/IKpO6I/IOAOI‘I/I‘{eCKI/IM METOOAOM:
5.1.21.1 GarmTpanyug 1400,00
5.1.22 OnpeneaeHue ANCTEpUH B MHUIIEBBIX IPOAYKTAX 700,00




KaugecrBenHoe onpenesenrie 'MO B npoaykrax MHUTAHHS, PACTUTEABHOM ChIphe U
KOpMax A JKUBOTHBIX, C JeTeKIHeH B pexKUMe PeasbHOTO BPEMEHHU - €IUHHUYHOE

5.1.23 HCCAEI0OBAHUE 1100,00
KoangectBeHHOe onpeneaeHre 'MO B mpoayKTax MHUTaHHsI, PACTUTEABHOM ChIPbE U
KOpMax [AS JKUBOTHBIX, C JETEKIIHMEH B PEXKHUME PEasbHOTO BPEMEHHU - €UHHUYHOE
5.1.24 HCCAEIOBAHHE 1500,00
OmnpeneaeHre MeAaHUHA B MOAOKE, CyXOM MOAOKE, IIPOAYKTaX AEeTCKOTO IIMTaHUS Ha
5.1.25 MOAOYHOH ocHOBe (MeTon MPA) 4125,42
5.1.26 KoHTpOoAb KadyecTBa IUTATEABHBIX Cpe/l (KOANYEeCTBEHHBIH METOoM) 380,51
OmnpeneaeHHE OCTATOYHBIX KOAMYECTB aHTHONOTHKA A€BOMHIIETHHA B IIPOAYKTAX
5.1.27 JKHMBOTHOI'O IIPOUCXOXKAEeHUHA (MeTogoMm HPA) 2713,56
OmnpeneaseHNe OCTATOYHBIX KOAMYECTB aHTHOMOTHKA OanuTpaliiHa B IIPOAYKTax
5.1.28 JKHMBOTHOI'O IIPOUCXOXKAEeHUSA (MeTogoMm HPA) 2086,44
OmnpeneaeHNe OCTATOYHBIX KOANYECTB aHTHONOTHKA TeTPAIlUKANMHA B IIPOAYKTAX
5.1.29 JKMBOTHOI'O IPOUCXOXKAECHUS (MeTomoM MDA) 2390,68
OmnpeneseHNEe OCTATOYHBIX KOAMYECTB aHTUOMOTHKA CTPEIITOMHUIIMHA B IIPOAYKTAX
5.1.30 JKHMBOTHOI'O IIPOUCXOXKAeHUHA (MeTogoMm MPA) 2385,59
KoangectBeHHOe onpeneaeHre I'MO 2-ro nmokoaseHus (cos anaui — MON89788, BPS-
CV-127, MON87701) B npoayKTax IMUTAHUS, PACTUTEABHOM CBIPbEe B KOPMaX IAST
5.1.31 KUBOTHBIX MeTonoM TP c meTekiyeil B pekrMe pPeasbHOIO BPEMEHH. 1950.00
KauecrBenHoe onpenesenre 'MO 2-ro nmokoaeHud (Kykypysa — 5307, MON89034) B
IPOAYKTaxX MUTAHUS, PACTUTEABHOM ChIPbE M KOPMax JIAS JKUBOTHBIX MeTonoM [ILIP c
5.1.32 JeTeKlrel B peXXHMe peasbHOI'0 BPEMEHH. 700,00
5.2. CaHHTapHO-GaKTEepPHOAOTHYECKHE HCCAEZOBAHHSA (BOAA)
5.2.1 Boxa nuTheBas
5.2.1.1 Ob111ee MUKPOOGHOE YHCAO 60,17
OO61ue KoAuOPMHBIE OaKTEPHH, TEPMOTOAEPAHTHBIE KOAUMOPMHEBIE GaKTEPHUU (METOL,
5.2.1.2 MeMOpPaHHOH (PUABTPAIIHH) 270,34
Ob6ure KoAuOPMHBIE GaKTEPUH, TEPMOTOAEPAHTHBIE KOAU(OPMHEIE GaKTEPUU
5.2.1.3 (THTpPaLIIOHHBIHA METO/) 250,00
5.2.14 Crops! cyAb(UTPEAYLUPYIOIKX KAOCTPUANHI 170,34
5.2.2 Boaa OTKPBITBEIX BOJOEMOB, CTOYHAas
5.2.2.1. Ob61re KoAnOpMHbIe GaKTEPUH, TEPMOTOACPAHTHBIE KOAN(OPMHBIE GaKTEPUU 400,00
5.2.2.2. OHTEPOKOKKH 280,51
5.2.2.3. Staphylococcus aureus 160,17
5.2.2.4. Pseudomonas aeruginosa (CMHerHOMHas I1aA04YKa) 170,34
5.2.2.5. HccaegoBaHre Ha BUOPHUOHBI 400,00
5.2.3 Boza naaBaTeAbHBIX GaccefiHOB
5.2.3.1. O61re KoAU(OPMHBIE GaKTEPHH, TEPMOTOAEPAHTHBIE KOAN(OPMHBIE GaKTEepPHU 270,34
5.2.3.2. 30A0THCTBIH cTaHAOKOKK 160,17
CuHerHoiiHas Haso4ka
5.2.3.3. 170,34
5.2.4 Koaundaru
5.2.4.1. Koaundaru (6e3 oboraneHus) 240,68
5.2.4.2. Koaudarmu (c oborareHueMm) 400,00
5.2.5 Bo30yAHTEAH KHIIEYHBIX HHPEKIHH
5.2.5.1 CaAbMOHEAABL 400,00
5.2.5.2 [Iureaant 410,17
5.2.5.3 HccaenoBanue Ha X0AepY 705,93
5.2.5.4 HccaegoBaHue HA AETUOHEAABI 400,00
5.3. CaHHTapHO-0aKTE€PHOAOTHYECKHE HCCAELOBAHHA (CMEBIBEHI)
5.3.1 Ob6i1riee MUKPOOHOE YHCAO 70,34
5.3.3 BI'KIT 80,51
5.3.4 Staphylococcus aureus 180,51
5.3.5 CaAbMOHEAABI 340,68
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5.3.6 YBII, B ToM yncae H® 'OB 600,00
5.3.7 CunerHoiiHas maso4yka 100,00
5.3.8 Uepcunuu 180,51
5.3.9 AEeTHOHEAABI 350,00
5.3.10 Ilaecenu 160,17
5.3.11 Listeria monocytogenes 300,00
5.4. CaHuTapHO-0aKTEPHOAOTHYECKHE HCCAECAOBAHUS (BO3AYX NMOMELIECHHIH)
54.1 Ob6iriee MUKPOOHOE YHCAO 130,51
5.4.2 Staphylococcus aureus 150,00
5.4.3 Salmonella 260,17
5.4.4 JIpOIKIKH, TIAECEHH 160,17
5.4.5 CTPEITOKOKKH U IPYTHE 160,17
5.4.6 YIIM 340,68
5.4.7 [TaeceHHU (BO3YX XOAOAMABHBIX KaMep) 200,00
5.5. CaHHTapHO-0aKTEePHOAOTHYECKHE HCCACLOBAHHSA (MAaTE€PHAA HA CTEPHABHOCTD)
5.5.1 [TepeBA304YHBIN MaTepHaA U HHCTPYMEHTAPHM, CMBIBBI HA CTEPHABHOCTD 220,34
5.5.2 [IToBHBIH MaTepHaa 280,51
5.6. CaHHTapHO-0aKTEPHOAOTHYECKHE HCCACAOBaHHUA (anTe4Hble (POPMBI)
5.6.1 Ob61riee MUKpPOOHOE YHCAO 60,17
5.6.2 [TuporeHHOOOPAa3yIOIHe MUKPOOPTaHU3MbI 40,68
5.6.3 BI'KII 130,51
5.6.4 Staphylococcus aureus 150,00
5.6.5 Iaecenn 120,34
5.6.6 CrepuabHbIe anTeyHble (POPMBI 220,34
5.6.7 CHHEerHoMHas maArodKa 150,00
5.6.8 CaAbMOHEAABL 370,34
5.6.9 HcnplTaHNEe Ha TOKCUYHOCTh AEKAPCTBEHHBIX CPEJICTB. 2223,73
5.6.10 HcnplTaHre Ha MHPOreHHOCTh ACKAPCTBEHHBIX CPEICTB. 2692,37
5.6.11 O6HapyzKeHHe 60TYAO-TOKCHHA 4625,42
5.7. CaHHTapHO-GaKTE€PHOAOTHYECKHE HCCAEOBAHHS (IOYBa)
5.7.1 OO611iee MUKPOOHOE YHCAO 230,51
5.7.2 BI'KII 220,34
5.7.3 TepModHABHBIE MUKPOOPTaHU3MbI 300,00
5.7.4 OHTEPOKOKKH 350,00
5.7.5 Ci.perfringens 350,00
5.7.6 HuTpuduimpyroliye MUEKPOOPTaHU3MbI 180,51
5.7.7 CaAbMOHEAABI 440,68
5.8. CanuTapHO-6aKTEPHOAOTHYECKHE HCCAECAOBAHHUS (AeueOHasE rpsass)
5.8.1 Ob6i11iee MUKPOOHOE YHCAO 150,00
5.8.2 AKII 270,34
5.8.3 OHTEPOKOKKHU 260,17
5.8.4 CyabpUTPEAYIIMPYIOIIFe KAOCTPUANH 160,17
5.8.5 Staphylococcus aureus 160,17
5.8.6 Pseudomonas aeruginosa (CHHeTrHOMHas [1aA0YKa) 120,34
5.9. CaHHTapHO-GaKTEPHOAOTHYECKHE HCCACIOBAHHUS (KOHTPOAB PAaGOTHI CTEPHAH3ATOPOE)
5.9.1 KoHTpoab paboThl NApOBBIX (CYXOBO3AYIIHLIX) CTEPHUAN3ATOPOB 580,51




5.9.2 KoHTpoAB paboTeI Ae3KkaMep 600,00
5.9.3 OnpeneAeHre YCTOMIUBOCTY MUKPOOPTAHU3MOB K Ae3UH(EKTAHTAM 1200,00
5.10. CaHuTapHO-6aKTEPHOAOTHYECKHE HCCAEZOBaHHS (MapdIOMEPHO-KOCMETHYECKHE H3AEAHS)
5.10.1 KMA®AHEM 140,68
5.10.2 CewmeiictBo Enterobacteriaceae 140,68
5.10.3 JpozcKH, TAeCEHH 150,00
5.10.4 Staphylococcus aureus 90,68
5.10.5 CHHerHoMHasa maArodKka 150,00
5.11. KAHHHKO-0aKTEepHOAOTHYECKHE HCCAeAOBaHHs (1 HccAemOBaHHE)
511.1 [MoaroroBKa U 0TOOP AETKHX OT TPHI3YHOB J1As uccaegoBanus Ha TAIIC 122,88
5.11.2
BriaBaenne PHK sHTepoBHPYCOB B 00BEKTaxX OKpyzKaloOILIei cpeabl €AUHUIHOE
HCCAEIOBaHUE 1085,59
5.11.3 BrIsgiBAeHHE BO30YOUTEAEH OCTPBIX PECIIUPATOPHBIX BUPYCHbIX nHMekuii: PHK PC-
BHpyca, MeTallHEBMOBHPYyca, BUpyca Iaparpumnmna 1-4 THIIoB, KOPOHaBUPYCOB,
punoBupycosn; [JHK agenoBupycos rpynmn B, C, E 1 6okaBrupyca B KAMHUYECKOM
marepuase (OPBH-cKpHuH) eAMHUYHOE HCCAEOBAHHE 1097,46
5.11.4 Brerasaenue u nudpdepennuanuu JJHK (PHK) mukpoopranusmos poza Illuressa u
9HTepoBa3uBHEIX E.coli, CaabMoHeAra U TepMO(UABLHBIX KaMmmiraobakTepuit,
a/IEeHOBHPYCOB I'PyIbl F 1 pOTOBHPYCOB IPyIIEI A, HOPOBHPYCOB 2 I€HOTHNA U
aCTPOBHPYCOB B KAMHUYECKOM MaTe€pHaAe eIUHHYHOE HCCACIOBAHHE 1128,81
5.11.5 Briasaenue PHK Bupyca renatura A (HAV) B KAMHHYECKOM MaTepHase eAUHUYHOE
HCCAEIOBAaHHE 540,68
S 11.5.1 BriaBaenue PHK Bupyca renatuta A (HAV) B KAMHHYECKOM MaTepHaase KaxKioe
TIOCAEAYIOIIIEE MCCAEIOBAHTE 330,51
5.12. CaHHTapHO-3NMHAEMHOAOTHYECKasl SKCNEePTH3a paGoT ¢ MHKPOOPraHH3MaMH 2-4 rpynn NaTOreHHOCTH
CaHUTapHO-3MTUAEMHUOAOTHYECKAsI SKCIIEPTH3a CTPYKTYPHBIX ITOAPa3aeACHUHN
(rabopaTopHii), OCYIIECTBASIIOIINX PabOThI C BO3OYAUTEAIMH MH(EKIIMOHHBIX
5.12.1 3aboaeBaHuH YeAOBeKa 4 TPYNIIBI IATOT€HHOCTH (OIIACHOCTH) 8300,00
CaHHUTapHO-3MUAEMHOAOTHYECKAS SKCIIEPTH3a CTPYKTYPHBIX ITOAPa3AEeACHUH
(rabopaTopuii), OCYIIECTBASIIOIINX PAOOTHI C BO3OYAUTEAIMH MH(PEKIIMOHHBIX
5.12.2 3a60AeBaHMI YeAOBeKa 2-4 TPYIII NATOTeHHOCTH (OITACHOCTH) 13800,00
CaHHUTapHO-3ITHUAEMHOAOTHYECKAsI 9KCIIEPTH3a KaXKIAOT0 MOCAEAYIOIIETO CTPYKTYPHOTO
noapasaeseHus (AabopaTopHy) OJHOTO IOPUANYECKOTO AHIA, OCYIIECTBASIONIET0 PabOThI
C B030yAUTEAIMH HH(PEKIIMOHHBIX 3a00AeBaHUN YeAroBeKa 2-4 TPy TaTOTeHHOCTH
5.12.2.1 (omacHOCTH) 5200,00
5.13. CaHHTapHO-0AaKTEPHOAOTHYECKHE HCCAELOBaHHSA ACKAPCTBEHHBIX CPEACTB HASl XKHBOTHBIX IIPOOHOTHYECKHX
5.13.1 Budunnobakrepun, AaKTOOAKTEPUHI 100,00
MOAOYHOKHCABIE MUKPOOPTaHU3MBI
5.13.2 50,00
OHTEPOKOKKH
5.13.3 87,29
[ pozxKU, IIAECEHU
5.13.4 85,59
5.13.5 Bacillus spp 90,68

* Hamor Ha m00aBIIGHHYI0 CTOMMOCTh B yKa3aHHbIE II€Hbl HE BXOJUT U OIUIAYMBACTCA
JIOTIOJTHUTEIBHO B COOTBETCTBUHU C HAJIOTOBBIM 3aKOHOJATENbCTBOM Poccuiickoit denepannm.




